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<110> The Government of the United States of America, as 

represented by the Secretary of the Department of Health and 
Human Services 
Flomerf elt , Francis 
Gress, Ronald 

<120> SPATIAL FOR ALTERING CELL PROLIFERATION 

<130> 4239-64851 

<160> 7 

<170> Patentln version 3.2 

<210> 1 

<211> 933 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (84) . . (677) 

<223> Coding sequence 

<400> 1 

tcttgaggtt gccaattttt tttttttttt tttttttttt tttttttttt ggtttgggga 60 

gaaacttgtg ttggaaccag ccc ctg ttt ctg ggg aat gta tat aag ggg agt 113 

Leu Phe Leu Gly Asn Val Tyr Lys Gly Ser 
15 10 

tta gca cct cgt agg gat gag gtg act agt cca aag gca gag ccc cag 161 
Leu Ala Pro Arg Arg Asp Glu Val Thr Ser Pro Lys Ala Glu Pro Gin 

15 20 25 



cca gag acg 
Pro Glu Thr 



etc cag aaa 
Leu Gin Lys 
45 

cat gag gag 
His Glu Glu 
60 

agt gec tac 
Ser Ala Tyr 
75 



aag ccg gag 
Lys Pro Glu 
30 

gag act gtg 
Glu Thr Val 



ctg aag acc 
Leu Lys Thr 



cgc ttt gga 
Arg Phe Gly 
80 



aac ctt cca 
Asn Leu Pro 
35 

gtc cca ggc 
Val Pro Gly 
50 

aca aag ccc 
Thr Lys Pro 
65 

cgc eta age 
Arg Leu Ser 



agg age cac 
Arg Ser His 



att gtg gat 
lie Val Asp 



caa aca tea 
Gin Thr Ser 
70 

cac cat tec 
His His Ser 
85 



ggg gat gtt 
Gly Asp Val 
40 

ttc gag ctg 
Phe Glu Leu 
55 

caa cca aca 
Gin Pro Thr 



ttc ttc teg 
Phe Phe Ser 



ggg 2 09 

Gly 



ate 257 
lie 



ccc 305 
Pro 



agg 3 53 

Arg 

90 



cac cac ccc caa cca cag cga gtg act cat ate caa gat ate get ggg 401 
His His Pro Gin Pro Gin Arg Val Thr His He Gin Asp He Ala Gly 

95 100 105 

aag cct gtc tgc gtg gtc agg gac gag ttc tct ctg teg gee ttg act 449 
Lys Pro Val Cys Val Val Arg Asp Glu Phe Ser Leu Ser Ala Leu Thr 

110 115 120 
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<210> 2 

<211> 197 

<212> PRT 

<213> Mus musculus 

<400> 2 

Leu Phe Leu Gly Asn Val Tyr Lys Gly Ser Leu Ala Pro Arg Arg Asp 
1 5 10 15 

Glu Val Thr Ser Pro Lys Ala Glu Pro Gin Pro Glu Thr Lys Pro Glu 

20 25 30 



Asn Leu Pro Arg Ser His Gly Asp Val Gly Leu Gin Lys Glu Thr Val 
3 5 40 45 



Val Pro Gly He Val Asp Phe Glu Leu He His Glu Glu Leu Lys Thr 
50 55 60 

Thr Lys Pro Gin Thr Ser Gin Pro Thr Pro Ser Ala Tyr Arg Phe Gly 
65 70 75 80 

Arg Leu Ser His His Ser Phe Phe Ser Arg His His Pro Gin Pro Gin 

85 90 95 



497 



545 



cag ccc aca ttc tta tec cgc tgt ctg atg ggg atg ccc acc ate tct 
Gin Pro Thr Phe Leu Ser Arg Cys Leu Met Gly Met Pro Thr He Ser 
125 130 135 

gtc ccc att ggg gat cca cag tec aat egg aac ccc cag ctt tct act 
Val Pro He Gly Asp Pro Gin Ser Asn Arg Asn Pro Gin Leu Ser Thr 
140 145 150 

tct gac acc tgg agg aag aaa ctg aag gac ctg get tec cga gtg act 593 
Ser Asp Thr Trp Arg Lys Lys Leu Lys Asp Leu Ala Ser Arg Val Thr 
155 160 165 170 

gtc ttc act aag gaa ate cag cca aag ccc gat gag gtt ggt gtt gca 641 
Val Phe Thr Lys Glu He Gin Pro Lys Pro Asp Glu Val Gly Val Ala 

175 180 185 

caa aga atg gag cct aga aaa aaa agg cct tct taa gtctccccaa 687 
Gin Arg Met Glu Pro Arg Lys Lys Arg Pro Ser 

190 195 



tgctcagctg 


ctggcacggg 


aggggaagga 


ccctcataac 


ctcgaaggtg 


acagegaaaa 


747 


tcaaagaaac 


acaaaatcac 


acctagcaga 


gaaatccaag 


aagggttccc 


agaaacaccc 


807 


tctaaagcaa 


ctgttcccaa 


cctgtctaat 


gccttgaccc 


ttgaatacag 


tttctcacac 


867 


tgeagtaace 


cctgcccccg 


aaataaaatt 


attttcatta 


ctacttcaaa 


aaaaaaaaaa 


927 


aaaaaa 












933 
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Arg Val Thr His lie Gin Asp lie Ala Gly Lys Pro Val Cys Val Val 

100 105 HO 

Arg Asp Glu Phe Ser Leu Ser Ala Leu Thr Gin Pro Thr Phe Leu Ser 
115 120 125 

Arg Cys Leu Met Gly Met Pro Thr lie Ser Val Pro lie Gly Asp Pro 
130 135 140 

Gin Ser Asn Arg Asn Pro Gin Leu Ser Thr Ser Asp Thr Trp Arg Lys 
145 150 155 160 

Lys Leu Lys Asp Leu Ala Ser Arg Val Thr Val Phe Thr Lys Glu He 

165 170 175- 



Gin Pro Lys Pro Asp Glu Val Gly Val Ala Gin Arg Met Glu Pro Arg 

180 185 190 



Lys Lys Arg Pro Ser 
195 



<210> 3 

<211> 1035 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (84) • . (779) 

<223> Coding sequence 



<400> 3 

tcttgaggtt g CC aattttt tttttttttt tttttttttt tttttttttt ggtttgggga 

gaaacttgtg ttggaaccag ccc ctg ttt ctg ggg aat gta tat aag ggg agt 

Leu, Phe Leu Gly Asn Val Tyr Lys Gly Ser 
1 5 10 



60 
113 



tta gca cct cgt agg gat gag gtg act agt cca aag gca gag ccc cag 161 
Leu Ala Pro Arg Arg Asp Glu Val Thr Ser Pro Lys Ala Glu Pro Gin 

15 20 25 

cca gag acg aag ccg gag aac ctt cca agg age cac ggg gat gtt ggg 209 
Pro Glu Thr Lys Pro Glu Asn Leu Pro Arg Ser His Gly Asp Val Gly 

30 35 40 

etc cag aaa gag act gtg gtc cca ggc att gtg gat ttc gag ctg ate 257 
Leu Gin Lys Glu Thr Val Val Pro Gly He Val Asp Phe Glu Leu He 
45 50 55 



cat gag gag ctg aag acc aca aag ccc caa aca tea caa cca aca ccc 



305 



3 



tct act tct gac acc tgg agg aag aaa ctg aag gac ctg get tec cga 
Ser Thr Ser Asp Thr Trp Arg Lys Lys Leu Lys Asp Leu Ala Ser Arg 

190 195 200 
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His Glu Glu Leu Lys Thr Thr Lys Pro Gin Thr Ser Gin Pro Thr Pro 
60 65 70 

agt gec tac cgc ttt gga cgc eta age cac cat tec ttc ttc teg agg 353 
Ser Ala Tyr Arg Phe Gly Arg Leu Ser His His Ser Phe Phe Ser Arg 
75 80 85 90 

cac cac ccc caa cca cag cga gtg act cat ate caa gtt aca gga aga • 401 
His His Pro Gin Pro Gin Arg Val Thr His He Gin Val Thr Gly Arg 

95 100 105 

gag gac ctg gag cac tec ctg ccc etc acc acc tct ttc cag etc ctt 44 9 

Glu Asp Leu Glu His Ser Leu Pro Leu Thr Thr Ser Phe Gin Leu Leu 

110 115 120 

caa get cct ggg gtc cag ccc atg gat etc act ccc tct gca gat ate 497 
Gin Ala Pro Gly Val Gin Pro Met Asp Leu Thr Pro Ser Ala Asp He 
125 130 135 

get ggg aag cct gtc tgc gtg gtc agg gac gag ttc tct ctg teg gee 
Ala Gly Lys Pro Val Cys Val Val Arg Asp Glu Phe Ser Leu Ser . Ala 
140 145 150 

ttg act cag ccc aca ttc tta tec cgc tgt ctg atg ggg atg ccc acc 
Leu Thr Gin Pro Thr Phe Leu Ser Arg Cys Leu Met Gly Met Pro Thr 
155 160 165 170 



545 



593 



ate tct gtc ccc att ggg gat cca cag tec aat egg aac ccc cag ctt 641 
He Ser Val Pro He Gly Asp Pro Gin Ser Asn Arg Asn Pro Gin Leu 

175 180 185 



689 



gtg act gtc ttc act aag gaa ate cag cca aag ccc gat gag gtt ggt 737 
Val Thr Val Phe Thr Lys Glu He Gin Pro Lys Pro Asp Glu Val Gly 
205 210 215 

gtt gca caa aga atg gag cct aga aaa aaa agg cct tct taa 779 
Val Ala Gin Arg Met Glu Pro Arg Lys Lys Arg Pro Ser 
220 225 • 230 

gtctccccaa tgctcagctg ctggcacggg aggggaagga ccctcataac ctcgaaggtg 839 
acagegaaaa tcaaagaaac acaaaatcac acctagcaga gaaatccaag aagggttccc 899 
agaaacaccc tctaaagcaa ctgttcccaa cctgtctaat gccttgaccc ttgaatacag 959 
tttctcacac tgeagtaace cctgcccccg aaataaaatt attttcatta ctacttcaaa 1019 

1035 



<210> 4 

<211> 231 

<212> PRT 

<213> Mus musculus 

<400> 4 



4 
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Leu Phe Leu Gly Asn Val Tyr Lys Gly Ser Leu Ala Pro Arg Arg Asp 
15 10 15 

Glu Val Thr Ser Pro Lys Ala Glu Pro Gin Pro Glu Thr Lys Pro Glu 

20 25 30 

Asn Leu Pro Arg Ser His Gly Asp Val Gly Leu Gin Lys Glu Thr Val 
35 40 45' 

Val Pro Gly lie Val Asp Phe Glu Leu lie His Glu Glu Leu Lys Thr 
50 55 60 

Thr Lys Pro Gin Thr Ser Gin Pro Thr Pro Ser Ala Tyr Arg Phe Gly 
65 70 75 80 

Arg Leu Ser His His Ser Phe Phe Ser Arg His His Pro Gin Pro Gin 

85 90 95 

Arg Val Thr His lie Gin Val Thr Gly Arg Glu Asp Leu Glu His Ser 

100 105 HO 

Leu Pro Leu Thr Thr Ser Phe Gin Leu Leu Gin Ala Pro Gly Val Gin 
115 120 125 

Pro Met Asp Leu Thr Pro Ser Ala Asp lie Ala Gly Lys Pro Val Cys 
130 135 140 

Val Val Arg Asp Glu Phe Ser Leu Ser Ala Leu Thr Gin Pro Thr Phe 
145 150 155 160 

Leu Ser Arg Cys Leu Met Gly Met Pro Thr lie Ser Val Pro lie Gly 

165 170 175 

Asp Pro Gin Ser Asn Arg Asn Pro Gin Leu Ser Thr Ser Asp Thr Trp 

180 185 190 

Arg Lys Lys Leu Lys Asp Leu Ala Ser Arg Val Thr Val Phe Thr Lys 
195 200 205 

Glu He Gin Pro Lys Pro Asp Glu Val Gly Val Ala Gin Arg Met Glu 
210 215 220 



Pro Arg Lys Lys Arg Pro Ser 
225 230 



<210> 5 
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<211> 2117 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (40) . . (1365) 

<400> 5 

aagaaaagaa ggagaataga ggagctgctg gctgagaaa atg get gtt gat ggt 54 

Met Ala Val Asp Gly 
1 5 



ggg tgt ggg gac act gga gac tgg gaa ggt cgc tgg aac cat gta aag 
Gly Cys Gly Asp Thr Gly Asp Trp Glu Gly Arg Trp Asn His Val Lys 

10 15 20 



age act gaa tea etc cag ttc ttg tta gat aca tgt aaa gtt eta gtc 
Ser Thr Glu Ser Leu Gin Phe Leu Leu Asp Thr Cys Lys Val Leu Val 
40 45 50 



tct ggt ttt aga cag att cat gtt ata gac atg gac act ata gat gtt 
Ser Gly Phe Arg Gin lie His Val lie Asp Met Asp Thr lie Asp Val 
70 75 80 85 

tec aat tta aat aga cag ttt tta ttt agg cct aaa gat gty gga aga 
Ser Asn Leu Asn Arg Gin Phe Leu Phe Arg Pro Lys Asp Xaa Gly Arg 

90 95 100 

ccc aag get gaa gtt get gca gaa ttc eta aat gac aga gtt cct aac 
Pro Lys Ala Glu Val Ala Ala Glu Phe Leu Asn Asp Arg Val Pro Asn 

105 110 115 



ttc tac cga caa ttt cat ate att gta tgt ggc ctg gac tct ate ata 
Phe Tyr Arg Gin Phe His lie He Val Cys Gly Leu Asp Ser He He 
135 140 145 

gcg aga aga tgg ate aat gga atg ctg ata tct ctt eta aat tat gaa 
Ala Arg Arg Trp He Asn Gly Met Leu lie Ser Leu Leu Asn Tyr Glu 
150 155 160 165 



aca gaa ggc ttt aaa ggg aat gee cga gtg att ttg cct gga atg acc 
Thr Glu Gly Phe Lys Gly Asn Ala Arg Val He Leu Pro Gly Met Thr 

185 190 195 



102 



aag ttc etc gag egg tct gga ccc ttc aca cac ccc gat ttc gaa cca 150 
Lys Phe Leu Glu Arg Ser Gly Pro Phe Thr His Pro Asp Phe Glu Pro 

25 30 35 



198 



att gga get ggt ggc tta gga tgt gag ctt ctg aaa aat ctg gca tta 246 
He Gly Ala Gly Gly Leu Gly Cys Glu Leu Leu Lys Asn Leu Ala Leu 
55 60 65 



294 



342 



390 



tgc aac gtg gtm cca cat ttc aac aag atw caa gat ttt aac gac act 438 
Cys Asn Val Xaa Pro His Phe Asn Lys Xaa Gin Asp Phe Asn Asp Thr 
120 125 130 



486 



534 



gat ggt gtg ttg gat cca age tec att gta cct ttg ata gat ggg ggg 582 
Asp Gly Val Leu Asp Pro Ser Ser He Val Pro Leu He Asp Gly Gly 

170 175 180 



630 
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678 



tct aca aat gca gtc att gca get gtg tgt gec act gag gtt ttc aag 
Ser Thr Asn Ala Val lie Ala Ala Val Cys Ala Thr Glu Val Phe Lys 
295 300 305 

ata get aca agt gcg tac att ccc ctt aat aac tac ctg gta ttc aat 
lie Ala Thr Ser Ala Tyr lie Pro Leu Asn Asn Tyr Leu Val Phe Asn 
310 315 320 325 

gat gta gat ggg ctg tac act tac acg ttt gaa gca gag aga aag gaa 
Asp Val Asp Gly Leu Tyr Thr Tyr Thr Phe Glu Ala Glu Arg Lys Glu 

330 335 340 

aac tgt cca gca tgt age caa ctt cct caa aac att cag ttt tec cca 
Asn Cys Pro Ala Cys Ser Gin Leu Pro Gin Asn lie Gin Phe Ser Pro 

345 350 355 

tea get aaa eta cag gag gtc tta gac tac eta acc aac agt get tct 
Ser Ala Lys Leu Gin Glu Val Leu Asp Tyr Leu Thr Asn Ser Ala Ser 
360 365 370 

■ 

ctg caa atg aag tct ccg get ate aca gee aca tta gag ggg aag aac 
Leu Gin Met Lys Ser Pro Ala lie Thr Ala Thr Leu Glu Gly Lys Asn 
375 380 385 

agg aca ctt tac tta cag tea gta acg tct att gaa gaa cga acc agg 
Arg Thr Leu Tyr Leu Gin Ser Val Thr Ser lie Glu Glu Arg Thr Arg 
390 395 400 405 



gaa ctg get gtt get gat gtc act aca cca cag act gta eta ttc aaa 
Glu Leu Ala Val Ala Asp Val Thr Thr Pro Gin Thr Val Leu Phe Lys 

425 430 435 



726 



774 



get tgt att gag tgc act ctg gaa ctt tac cca cca cag gtc aat ttc 
Ala Cys lie Glu Cys Thr Leu Glu Leu Tyr Pro Pro Gin Val Asn Phe 
200 205 210 

ccc atg tgt acc att gca tct atg ccy agg etc cca gaa cac tgt ate 
Pro Met Cys Thr lie Ala Ser Met Xaa Arg Leu Pro Glu His Cys lie 
215 220 , 225 

gag tat gtg agg atg ttg caa tgg cct aaa gag cag cct ttt gga gat 
Glu Tyr Val Arg Met Leu Gin Trp Pro Lys Glu Gin Pro Phe Gly Asp 
230 235 240 245 

ggg gtt cca tta gat gga gat gac cct gaa cat att cag tgg att ttc 
Gly Val Pro Leu Asp Gly Asp Asp Pro Glu His He Gin Trp He Phe 

250 255 260 

caa aag tec ata gag aga gca tea caa tat aat att aga ggc gtt acc 
Gin Lys Ser He Glu Arg Ala Ser Gin Tyr Asn He Arg Gly Val Thr 

265 270 275 

tac aga etc act caa ggg gtg gta aaa cga ate att cct gca gta get 918 
Tyr Arg Leu Thr Gin Gly Val Val Lys Arg He He Pro Ala Val Ala 
280 285 290 



822 



870 



966 



1014 



1062 



1110 



1158 



1206 



1254 



ccc aat ctt tec aaa aca tta aaa gaa ctg gga eta gtt gat gga caa 1302 
Pro Asn Leu Ser Lys Thr Leu Lys Glu Leu Gly Leu Val Asp Gly Gin 

410 ' 415 420 



1350 
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ctt cat ttt act taa ggaaaataaa tctgcacata atagaaaatt catagaaata 1405 
Leu His Phe Thr 
440 



atatacttta 


taaatgatat 


gaaattgaag 


agcctggaag 


atgaggcaga 


ggggaacatc 


1465 


caagaaagga 


aatttaattg 


gtgtcatttt 


tagcattagt 


gtggctagaa 


tttgactttt 


1525 


atatatatac 


atatatataa 


aaaaggactg 


actctttttt 


aactttataa 


gtttctcttg 


1585 


aagactgaac 


tttggggttg 


ggctagcaag 


cattttcatt 


ttattactat 


ggaaagctat 


1645 


gccttcagga 


gagattatga 


acaagtgtgt 


tgcttcttta 


aagcaggaca 


aacactgtct 


1705 


tgtgtgtgag 


tttgttgtgg 


tcaaagagca 


tattcctcag 


cgtgtatctg 


aaatccacat 


1765 


gtgtagaaat 


gtctcctggg 


atggaaatga ggagctatgt 


ctgaagaata gtaaatattc 


1825 


acagcctgac 


atctagagta 


tatcaaacat 


aggcagtgtc 


ttcattgcta 


ctcatataat 


1885 


tgtgactatc 


catgtgtgta 


ttaattattg 


cagaatttaa 


cttgtccatg 


ataatttgta 


1945 


aacagtatta 


tagattcata 


cctgtgcatg 


aaaatacaaa 


atattttcat 


gtatttgttt 


2005 


gcaatgccac 


agagaccagt 


atgcacaaat 


ttaaaccaag 


acatggctgt 


tcaaagaaaa 


2065 


ttaatgttta 


aacagttatc 


attgatgctt 


ttgcactatt 


tattaataaa 


at 


2117 



» 



<210> 6 

<211> 441 

<212> PRT 

<213> Mus musculus 

<220> 

<22l> misc_f eature 

<222> (99) . . (99) 

<223> The 'Xaa' at location 99 stands for Val. 
<220> 

< 2 2 1 > mis c_f eature 
<222> (121) . . (121) 

<223> The ! Xaa' at location 121 stands for Val. 
<220> 

< 2 2 1 > mi s c_f eature 
<222> (127) . . (127) 

<223> The 'Xaa 1 at location 127 stands for He. 
<220> 

< 2 2 1 > mi s c_f e atur e 
<222> (222) . . (222) 

<223> The 'Xaa' at location 222 stands for Pro. 

<400> 6 

Met Ala Val Asp Gly Gly Cys Gly Asp Thr Gly Asp Trp Glu Gly Arg 
1 5 10 15 



Trp Asn His Val Lys Lys Phe Leu Glu Arg Ser Gly Pro Phe Thr His 
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20 25 30 



Pro Asp Phe Glu Pro Ser Thr Glu Ser Leu Gin Phe Leu Leu Asp Thr 
35 40 45 



Cys Lys Val Leu Val He Gly Ala Gly Gly Leu Gly Cys Glu Leu Leu 
50 55 60 



Lys Asn Leu Ala Leu Ser Gly Phe Arg Gin He His Val He Asp Met 
65 70 75 80 



Asp Thr He Asp Val Ser Asn Leu Asn Arg Gin Phe Leu Phe Arg Pro 

85 90 95 



Lys Asp Xaa Gly Arg Pro Lys Ala Glu Val Ala Ala Glu Phe Leu Asn 

100 105 110 



Asp Arg Val Pro Asn Cys Asn Val Xaa Pro His Phe Asn Lys Xaa Gin 
115 120 125 



Asp Phe Asn Asp Thr Phe Tyr Arg Gin Phe His He He Val Cys Gly 
130 135 140 



Leu Asp Ser He He Ala Arg Arg Trp He Asn Gly Met Leu He Ser 
145 150 155 160 



Leu Leu Asn Tyr Glu Asp Gly Val Leu Asp Pro Ser Ser He Val Pro 

165 170 175 



Leu He Asp Gly Gly Thr Glu Gly Phe Lys Gly Asn Ala Arg Val He 

180 185 190 



Leu Pro Gly Met Thr Ala Cys He Glu Cys Thr Leu Glu Leu Tyr Pro 
195 200 205 



Pro Gin Val Asn Phe Pro Met ,Cys Thr He Ala Ser Met Xaa Arg Leu 
210 215 220 



Pro Glu His Cys He Glu Tyr Val Arg Met Leu Gin Trp Pro Lys Glu 
225 230 235 240 



Gin Pro Phe Gly Asp Gly Val Pro Leu Asp Gly Asp Asp Pro Glu His 

245 250 255 



He Gin Trp He Phe Gin Lys Ser He Glu Arg Ala Ser Gin Tyr Asn 

260 265 270 
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lie Arg Gly Val Thr Tyr Arg Leu Thr Gin Gly Val Val Lys Arg lie 
275 280 285 



lie Pro Ala Val Ala Ser Thr Asn Ala Val He Ala Ala Val Cys Ala 
290 295 300 



Thr Glu Val Phe Lys He Ala Thr Ser Ala Tyr He Pro Leu Asn Asn 
305 310 315 320 



Tyr Leu Val Phe Asn Asp Val Asp Gly Leu Tyr Thr Tyr Thr Phe Glu 

325 330 335 



Ala Glu Arg Lys Glu Asn Cys Pro Ala Cys Ser Gin Leu Pro Gin Asn 

340 345 350 



He Gin Phe Ser Pro Ser Ala Lys Leu Gin Glu Val Leu Asp Tyr Leu 
355 360 365 



Thr Asn Ser Ala Ser Leu Gin Met Lys Ser Pro Ala He Thr Ala Thr 
370 375 380 



Leu Glu Gly Lys Asn Arg Thr Leu Tyr Leu Gin Ser Val Thr Ser He 
385 390 395 400 



Glu Glu Arg Thr Arg Pro Asn Leu Ser Lys Thr Leu Lys Glu Leu Gly 

405 410 415 



Leu Val Asp Gly Gin Glu Leu Ala Val Ala Asp Val Thr Thr Pro Gin 

420 425 430 



Thr Val Leu Phe Lys Leu His Phe Thr 
435 440 



<210> 7 

<211> 5807 

<212> DNA 

<213> Mus musculus 

<400> 7 

ttaggtgtcc tagttagggt tactattgac atgatgaaag accgtgacca aagcaactta 60 

aggaggaaag gctttatttg gcttacactt ccataccaca gctcaccatc aaaggaatca 120 

aagggagtca gggcaggaac ctggaggcaa gagctgatgc agaagccatg gaaagatgct 180 

gcttcctagc ttgctccccc tggcttgctc agctggcttt cttgctcagc tccgaggtga 240 

ctccaccctt cctctaccaa tcattaatta ggaaaatgcc taacaggctt ctctacagcc 300 



10 
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a*»a ***\ 4* ^ m 4™ *_4 ^ *4 A"™* 

ccacc u uaag 


a** 4™ ^* , 4™ y 4* 

ydayCCLLLL 


cucaagugay 






tt tacrcfccrcrc 


360 

■MP \*J W 


attaaautga 


cauaaaacua 


gccagcacag 




v*. LUa^ji>» v,y 




420 


aa bb^ _ bb a j a* 

gggactcaag 


gc c u ugag u u 


yHf a-) a, a—, a* a*B b— j B»a Baa 

ggcccacccc 




LL-aLL> L.y Ly ct 


a^ uy u uy y y y 


4 80 

*x o w 


catgtgaaaa 


ugctgugccu 


i« A* aa> a-x Aa a*m, am. bb^ 

gctgacccaa 


agccacaugg 


^ /~* 4~" f~* o r*t 2i (~* 
uLLLLaLgaL. 


civ_ciyyy uy at 


540 


aacgagatat 


ctgagaggtg 


tcccaatgag 


— f - ^a— Xa am aws. X— X* 

gatctaatat 


Xb ■ ij n Xbb aw MB bb. jb Xb ai 

t gacggag u c 


«"S aa M aa. aa aw aaa aaa 

acagaagcca 


<c n n 


gacaccttga 


accaaactaa 


X™ B— B aB. jPB ^B» BBB a*. X ■ A* 

tgactcattg 


*» 

caai.gaai.au 


ttgcaay ugd 


ay a eg uy ugg 


660 
o o u 


acagagggtt 


atactgtggg 


bb. Xa aa* XW a\ aa X b j™bt X-b v 

atatactgta 


acacau uaca 


Lcccccacyd 


uy uu u lc u u u 


79 0 


tctctctttc 


tctctctctc 


tctctctctc 


4"» ^kBj Xa 4*> +^ 4"* A*** 

tCtCCCtCuC 


s*i +• ^ 4" 4— 


ucucucucuc 


7RA 
/ Ov 


B a t _ ■ 1 - 

tgtgtgtgtg 


tgtgtgtgtg 


Baa .^Xb Baa jhXb dHXa BBB 

tgtgtgtgtg 


Abb aBflw /Bf Abb Xb> Afi> 

tgtgtgcgr.g 


Ly Ey ULdLCL 


gaggaggggc 




tgcaggggca 


gagggcagat 


atgaggggat 


/*M» bbb. Xb -f*#7#*^r ^ 4™* 

gagccggacc 


gggg t.g ccug 


auy LyaaaCa 


qoo 


aagaatcaat 


aaaatgttaa 


tacaaaggcc 


«M B*V «Bk ^Bl «BB> MB «K X«B JBBB> 

cggagagatg 


a" bb «-sj Xb Xa ak aw a* — v affa 

gc ctagcagc 


uaayaycacc 




aactgctctt 


BBS l~l 1 bb. BB. _■ | ■ _|— ij J 1 ■ a* 

ccaaaggtcc 


tgagttcaaa 


ucccagcaac 


cacaLyytyy 


U UU.cLUclctUU.cl 




tccataatga 


, J_ i — ■ 1* i— u bk. aa «b* la 

gatctgacat 


^« 4* 4"" 4* 4* 

cctctccccg 
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